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(Adam, K.L). Geranium is also a dicotyledonous plant
made up of 422 species of annual, biennial, and perennial
plants. This plant originated from South Africa and Is
mostly grown in the temperate regions of the world and the
mountains of the tropic (Reeves, Sonja L.S). The
glyceraldehyde-3-phosphate dehydrogenase (GAPDH) gene
was extracted from sweet potato and geranium with a
nucleic acid extraction module. The GAPDH gene codes for
the enzyme that catalyzes the sixth step of glycolysis (Fig 1).
This gene can be used for evolutionary comparison since it
IS widely conserved in the genome of plants.
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Figure 2: Materials and Methods: This figure gives a brief
description of the techniques used to purify our genomic
DNA as well as techniques used to isolate and purify the
GAPDH gene.

Figure 6: Restriction Digestion with Bglll. Lane 1:
500bp ruler. Lane 2-4: Sweet potato colony. Lane 5-7:
Geranium colony. Lane 8: 500bp ruler
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America, and is mostly grown in warm weather conditions and positive clones | TYMOS - Plasmid | Agriculture Specialist.
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Information System, [Online]. U.S. Department of Agriculture,
Forest Service, Rocky Mountain Research Station, Fire Sciences
Laboratory (Producer). Available:
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